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ATCAGCGCTG GCGCGGCTGC GGCCGCTGCT GCCTACGCGC cmWmmWmSQ 



^^^^ 



i 

ffiPm@g3^^irG^I?S@^g^«ll^^ CACAGCAACA 1650 

GGTGCTAGAG ACCACTGTTG TTGTTTTGAG TGAATGGTGG TTAGGAGAAA 1700 
GACTTTGGTG GTGGAAGAAA GAAAAGCATA AAACAAAGAC TACTGAAATA 1750 
TAGATAAAGA TTGCCTTAGT TTTTAAAAAT GTTTGGCCAT TAGTATTTTT 1800 
ATAAAACTCA ATGCTAGTTT TAAGTGTATA AATTGGTTAA AATTTATGAG 1850 
TCAAATATAT AGTGATAATG TTAACATGTT TGTAATTGCT ACAGAATTTA 1900 
AGGGTATTTT TATCTCTGTG CTTT.CTTTTT CATGGTGTTT ATTAAATAAT 1950 
TGTGTATATA CATCCTAGCT ACTGATATCT TTATTATAGC CTTAAGACTT 2000 
AATTTTAAGT CTTAAAAATA GCGTGTATAC TTGAATAAGA AAGACACTGG 2050 
GTACTGTTAC TGTGATGCTA TTGACTTAGT AGCCAATTAT CATTTCTCCT 2100 
GTATAAATTC CAGTTTTTAT TGCTGCACAT AAATTTTTTA ATGTCTTATA 2150 
TTGTGATAGC TATGTCTTTT ATTGCAGATT TATTGGATGT TATGACAGAT 2200 
TTTACTAAAG CTAGTGTTTT TATAACATAT ATATTAGTTG ATGTTTACCT 2250 
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ATAAGTGGAG TAGATTTTCA TCTGCCTGCA ATGGTATAAT TTCAGTCTTA 2300 
GCTAAAAATG GAAAGTTGAA CTGGATAAAT TCTTTGGGTA CCCTTAGACC 2350 
TCTGATTCTA AGTCAAATGC AAATGGGTTA AATAAAATGA GACTACTTCC 2400 
TTTATAAATA TATTTTCATC CTTTTGAAAG TAAGTGAAAT GTAAATAAAC 2450 
TTATTTTTTT TAAAAATG 2468 



FIG. 1 CONT. 
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42 ATG GAG CAT CGC ATC GTG GGG CCC GGG CCG TAC CGA GCT ACC AGG 
MEHRIVGPGPYRATR 

87 CTG TGG AAT GAG ACC GTG GAG CTT TTT CGT GCT AAG ATG CCG TTA 

L W N E T V E L EgSai^l^gS^WSM^IgM 

132 CGG AAA C ^^ C GC JGT CGT TTC AAG AGC TAT GAG CAT TGT TTC ACA 
177 GCG GCC GAA GCT GTG GAT TGG CTG CAT GAG CTG CTG AGG TGC AGT 
222 CAA AAC TTC GGC GCT GAA GTG ACC CGC AAA CAA ACG GTC CAG CTG 
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267 CTA AAA AAA TTC CTG AAG AAT CAC GTT ATT GAA GAC ATC AAG GGA 
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ACT CCA GAG GAA TTT GAA TAT CAA AGA TCA TAT GGC TCT CAG GAA 

CCT CTG GCA GCC TTG TTG GAG GAA GTC ATA ACA GAT GCC AAA CTC 
PLAALLEE VITDAK L 

TCC AAC AAA GAG AAA AAG AAG AAA CTG AAG CAG TTT CAG AAA TCC 
^KS^S EKKKKLKQFQK.^S 
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CTT CTG 
L L 

TGG GCA 
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1617 AGT TTT CGA 



GTC TAT CAA GAA CGA TTT CCT ACA CCA GAA AGT GCA 
VYQERFPTPESA 

TTT CCT GAA AAA CCC AAA CCG AAA CCA CAG CTG CTA 
FPEK PKPKPQLL 

CTA AAG AAG CCT TTC CAA CCA TTT CAA AGA ACT AGA 
L KKPFQPFQRTR 

ATG TAA 
M * 



FIG. 2 CONT.-B 



6/9 




FIG. 3 



7/9 




8/9 




9/9 




